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Detection of 85 protein markers in resting + activated PBMCs (PHA and CD3/CD28/IL2-
stimulated) by the BD® OMICS-One Immuno-Oncology Protein Panel
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Detection of 14 tumor-associated protein markers on multiplexed cell lines (HEL, Hela,
NCCIT, Ramos, U266 and WERI-Rb1) by the BD® OMICS-One Immuno-Oncology Protein Panel
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